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<160> 18 
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<:710:* 1 
<Jll> 2 3 
<212> PRT 

<213> Homo sapiens 

<.;oo> 1 

Gly Gly Gin Gly Ser Asp Pro Ala Asp Val Ala lie Gin Leu Thr Phe 



<2 1 3 > Hoito sap :ens 
-400 - 2 

Asn v a~ GLu Gly Val Thr Ser Lys Glu Mer. Ala Thr- Gin Leu Ala Phe 



5 



10 



15 



\\ Leu Met Ser Thr Glu 
2 0 



5 



10 



Mer. Arg Leu Leu Ala Asn 
2 0 



<2 1 3 > Homo sapiens 
<400> 3 

Gly Asp Asp Asn Leu Ala Pro Asn Thr Ala Asn Val Gin Met: Thr ?he 
1 5 10 15 

Leu Arc Leu Leu Ser Thr Glu 
20 

<210:, 4 

<::ii> 23 
<."■ 1 ;:> ?rt 

<.:1^ > Homo sapiens 
<4 0'".i> 4 

G..y As:. Pro Glu Leu Pro Glu Asp Val Leu Asp Val Gin Leu Ala Phe 
1 5 10 IE. 

Lou Ar<? Leu Leu Sex- Ser Arg 
20 



<212> E'P.T 

<Jl3> Homo sapiens 

w a.l Asp Ala Glu Gly Asn Pro Val Gly Val Val Gin Met. Thr Phe Leu 

: 5 10 io 

Arg Leu Leu Ser Ala Ser 



le Asn Met Vai Gin Met. :hr Phe Lei 
10 lb 



2 0 

<210> 7 
<2ll:> 2 2 
<212> PRT 

<217-> Homo sapiens 

<-;oo> 7 

Leu Asp Val Glu Gly Asn Ser 
1 7 

Lys l^eu Leu Thr Ala Ser 
2 0 

<210> 8 
<211> 22 
<212> PRT 

- : 2 1 7. > Ho mo s a p lens 
-200 > b 



Vr.il Asp Ser Glu Gly Ser Pro Val Gly Val Val Gin Leu Thr Phe Leu 
1 5 10 15 

Arg Leu Leu Ser Val Ser 
2 0 



10> 9 

"'."■> o r ■ 

II > DMA 

17> Artificial Sequence 



<227> Description or Artificial Sequence : RFC 0MB I MAMT 
PRIMER 

<:4 00> 9 

agatggtege actggacatc 2 0 



210. > 10 



<212> d::a 

<213> Artificial Sequence 

< 2 2 0 > 

< 2 2 3 > Description of Artificial Sequence : RE''.' CM B :" X AX T 
PRIMER 

<:-;oo> in 

tcgcagggat ccgtcggtca cttgcactgg tz 3 2 

<210> i: 
<?.:.}> 2\ 
<2lS> DIJA 

<2 13> Artificial Sequence 
<22 0> 

<223> Description of Artificial Sequence : RECOMBINANT 
PRIMER 

<;;oo> i: 

aatgyagctc ctggacccat g 21 
<<.l:;i> 12 
<. 11- 32 
<^12> DIJA 

<113> Artificial Sequence 

< 2 2 0> 

<22 3> Description of Artificial Sequence : RECOMBINANT 
PRIMER 

<^;oo> 12 

c'.gctacgr.a ccaaatggaa cgattcagct tt 3 2 

^.T.c> 11 

<2i]> 2: 



<220:> 

<221> Unsure 
<?.:.2:> (13) . . (18) 

<J.':j> Xaa is any naturally occurring amino acid, or no ammo acid 
present. 

*:-;0iJ> 13 

G..y Asn Pro Glu Leu Pro Glu Asp Vai Lou Asp Val Xaa Xaa Xaa Xaa 
5 10 15 

X-i.-i Xaa Ser Sor Arg 
20 



< J 1 0 > 14 
^ 2 *. 1 > 2 2 
<.::.:':> PRT 



■■> Homo saoiens 



< 2 1 1 ) > 

<2jj> Description of Artificial Sequence : Unknown 

< 2 2 0 > 

< J 21> Unsure 

<J22> (13) . . ( 19) 

<2 23> Xaa is any naturally occurring amino acid, or no amino acid 
p resent 

<10u> 14 

G..y Asn Pro Gl.u Leu Pro Glu Asp Val Leu Asp Vai Xaa Xaa Xaa Xaa 
15 10 15 

X.ia Xaa Xaa Ser Ser Arg 

2 0 



:2 1m> 15 

: 2 11 > 9 

:ili. > Homo sapiens 

:.;0o> 15 

r..n Leu Ala Phe Leu Arg Leu Leu Leu 
1 5 

uLD> 16 

;2i;> 250 



< 2 i 3 > Homo sapiens 
<400> 16 

Tyr Tyr Arg Ala Asp Asp Ala Asn Val Val Arg Asp Arg Asp Leu Glu 
' 1 5 10 1 1 

Val Asp Thr Thr Leu Lys Ser Leu Ser Gin Gin lie Glu Asn lie Arg 
2 0 2 5 3 0 

Ser Pro Glu Gly Ser Arg Lys Asn Pro Ala Arg Thr Cys Arg Asp Leu 
3 5 4 0 4 5 

lyys Met. Cys Hrs Ser Asp Trp Lys Ser Gly Glu Tyr Trp lie Asp Pro 
5 0 5 5 0 0 

Asn Gin Gly Cys Asn Leu Asp Ala He Lys Val Phe Cys Asn Met Glu 
05 70 75 80 

Thr Gly Glu Thr Cys Val Tyr Pro Thr Gin Pro Ser Val Ala Gin Lys 
8 5 9 0 9 5 

Asn Trp Tyr He Ser Lys Asn Pro Lys Asp Lys Arg His Val Trp Phe 

10 0 10 5 1 0 

G~y Glu Ser Met Thr Asp Gly Phe Gin Phe Glu Tyr Gly Gly Gin Gly 
115 12 0 125 

Ser Asp Pro Ala Asp Val Ala Le Gin Leu Thr Phe Leu Arg Leu Met 
150 H5 140 

Ser Thr Glu Ala Ser Gin Asn He Thr Tyr Hrs Cys Lys Asn Ser Val 
145 150 155 160 

A. a Tyr Met Asp Gin Gin Thr Gly Asn Leu Lys Lys Ala Leu Leu Leu 
165 170 17 5 

Lys Gly Ser Asn Glu He Glu He Arg Ala Glu Gly Asn Ser Arg Phe 
180 135 90 

Thr Tyr Ser Val Thr Val Asp Gly Cys Thr Ser His Thr Gly Ala Trp 

19 5 2 00 2 05 

Gly Lys Thr Val He Glu Tyr Lys Thr Thr Lys Thr Ser Arg Leu Pro 
2 10 2 15 2 2 0 

lie He Asp Val Ala Pro Leu Asp Val Gly Ala Pro Asp Gin Glu Phe 

225 2 30 23 5 24 0 

Gly Phe Asp Val Gly Pro Val Cys Phe Leu 
245 250 



<210> 17 
<211> 25^ 



<2 13> Homo sapiens 



<400> 17 

Phe Tyr Arg Ala Asp Gin Pro Arg Ser Ala Pro Ser Leu Arg Pro Lys 

1 5 10 15 

Asp Tyr Glu Val Asp Ala Thr Lou Lys Ser Leu Asn Asn Gin lie Giu 

S 2 0 2 5 3 0 

Thr Leu Leu Thr Pre- Glu Gly Ser Arg Lys Asn Pro Ala Arg Thr Cys 

S5 4 0 4 5 

Arg Asp Leu Arg Leu Ser His Pro Glu Trp Ser Ser" Gly Tyr Tyr Trp 

5 0 5 5 6 0 

lie Asp Pro Asn Gin Gly Cys Thr Met. Glu Ala Lie Lys Val Tyr Cys 

6 f= 7 0 7 5 8 0 

Asp- Phe Pro Thr Gly Glu Thr Cys lie Arg Ala Gin Pro Glu Asn lie 
8 5 9 0 9 5 

Pro Ala Lys Asn Trp Tyr Arg Ser Ser Lys Asp Lys Lys His Val Trp 
10 0 i 0 5 110 

Leu Gly GLu Thr lie Asn Ala Gly Ser Gin Phe G-.u Tyr Asn Val Glu 

115 120 125 

Gly Val Thr Ser Lys Glu Met Ala Thr Gin Leu Ala Phe Met Arg Leu 

130 135 140 

Leu Ala Asn Tyr Ala Ser Gin Asn lie Thr Tyr H:s Cys Lys Asn Ser 

145 150 155 160 

lie Ala Tyr Met Asp Giu Glu Thr Gly Asn Leu Lys Lys Ala Val lie 

165 170 175 

Leu Gin Gly Ser Asn Asp Val Glu Leu Val Ala Glu Gly Asn Ser Arg 
18 0 1 8 5 19 0 

Phe Thr Tyr Thr Val Leu Val Asp Gly Cys Ser Lys Lys Thr Asn Glu 

H<5 2'.)0 205 

Trp Gly Lys Thr lie lie Glu Tyr Lys Thr Asn Lys Pro Ser Arg Leu 

2 10 215 2 2 0 

Pro Phe Leu Asp lie Ala Pro Leu Asp lie Gly Giy Ala Asp His Glu 

22 5 230 2 3:? 24 0 

Pne Phe Wi 1 Asp Tie Gly Pro Val Cys Phe Lys 
2 4 5 2 5 0 



<210-> 18 
< 2 1 1 - 243 



< 2 1 3 * H orr.o sapiens 



V 



■ * 1 



<400> 18 

Tyr Tyr Gly Asp Glu Pro Met Asp Phe Lys lie Asn Thr Asp Glu He 
1 5 1C 15 

Met Thr Ser Leu Lys Ser Val Asn Gly GIr. He Glu Ser Leu He Ser 
2 0 ; 5 3 0 

Pro Asp Gly Ser Arg Lys Asn Pro Ala Arc As:: Cys Arg Asp Leu Lys 
3 5 4 0 4 L : 

Phe Gys His Pro Glu Leu Lys Ser Gly '31 u Tyr Tip Val Asp Pro Asn 

50 55 >:>o 

Gin Gly Gys Lys Leu Asp Ala He Lys Val Phe Gys Asn Met Glu Thr 
65 70 75 80 

Gly Glu Thr Gys lie Ser- Ala Asn Pro Leu Asn Val Pro Arg Lys His 
85 90 9 5 

Trp Trp Thr Asp Ser Ser Ala Glu Lys Lys His Val Trp Phe Gly Glu 
10 0 10 5 11 0 

Ser Met Asp Gly Gly Phe Gin Phe Ser Tyr Gly Asn Pro Glu Leu Pro 
115 " 120 125 

Glu Asp Val Leu Asp Val Gin Leu Ala Phe Leu Arg Leu Leu Ser Ser 
130 135 140 

Arg Ala Ser Gin Asn He Thr Tyr His 2ys Lys Asn Ser He Ala Tyr 
145 150 155 100 

Met Asp Gin Ala Ser Gly Asn Val Lys Lys Ala Leu Lys Leu Met: Gly 
165 HO 175 

Ser Asn Glu Gly Glu Phe Lys Ala Glu Gly Asn Ser Lys Phe Thr Tyr 
18 0 1 8 5 19 0 

Thr Val Leu Glu Asp Gly Cys Thr Lys His Thr Gly Glu Trp Ser Lys 
19 5 2 0 0 2 0 5 

Thr Val Phe Glu Tyr Arg Thr Arg Lys Ala Val Arg Leu Pro He Val 
210 215 22 0 

Asp He Ala Pro Tyr Asp He Gly Gly Pro Asp Gin Glu Phe Gly Val 
225 230 235 24 0 

Asp Val Gly Pro Val Gys Phe Leu 
2 4 5 



